Only filtered data used for motif discovery and benchmarking is shown.
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Supplementary figure 3. Selected log-ROC curves for TFBS models of human FOXA1 (400 TFBS models), CTCF (1005 models) and ANDR (924 models). Gray areas denotes the mean±s.d. estimated over all tested models for the TF under consideration. Orange and red curves correspond to models of HOCOMOCO v11 and v10. HOCOMOCO v11 model has notably better performance than the one from v10 for FOXA1 for a wide range of FPR values; v10 and v11 CTCF models have similar performance; the v11 ANDR model is better than the one from v10 at low FPR. Genome-wide dinucleotide frequencies were used to estimate FPR.
